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We have previously shown that inhibition of SUMOylation ex vivo arrested the Figure 5: Bocly welght and Testes weight of Controfand Experiment Mice + SUMOylation is essential for meiosis and the supportive
completion of meiosis in purified mouse spermatocytes. Inhibition of SUMOylation also functions of Sertoli cells during spermatogenesis in mice.
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response. However, the question of whether SUMOylation is required for
spermatogenesis in vivo is not currently understood.

progression of spermatogenesis.
* In mouse models, inactivation of SUMOylation resulted in
complete infertility, arrest of spermatogenesis, and

10X
Specific Aim: testicular atrophy.

To confirm the role of SUMOylation during spermatogenesis in mice in vivo. * To further |n\_/est|ge_1t.e the affepted molecular pathways,
transcriptomic profiling of testicular cells was performed
using single-cell sequencing techniques.
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